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Pe3rome. Yuiby maxonaoa COVID-19 kacannueudan my3anub xemean 6emopaapoa auiepeux KacaulukiapHute naoo
oynuwiy  ounan O0IUK 2eHemuKk Xasg omuiiapu Kypub uuxunean. Makonada eemaap 6a UMMYHONOSUK pPeaxyusiiap
ypmacuoazu mMypakkab y3apo OOSIUKIUK YP2AHUIZAH, UMMYHUMEMHU HA30Ppam KUiul, SULUETAHUWL 64 MYCUK, PYHKYUACUOA
UWMUPOK  3MAOUeaH  2eHAapHUHe Myxum axamusmu mavkuoaanean. COVID-19  kacaniueudan retiun — aniepeux
XONAMIAPHUHE 2eHEMUK JAHOWADMUHY MYTUK, MYUYHUW YYVH KPUUMYa MAaokukomiap manab 3muiaou 6a Maxoiaod
2EHEMUK XA8(h OMULIAPUHU AHUKAAUWL KIUHUK OKUbamiapu mavkuodnauean. Xynoca Kuiub aumeanoda, yutby maokuxom
COVID-19 kommexcmuoa annepeux KACALIUKIAPHUHE 2EHEMUK MAaApKubull KUCMIApu Xakuoa @ouoanu MawiyMOmiapHu
MAaKouM 2maou, MOCIAUWMUPUTIAH 0ABONAW PEXCANapy 8a DeMOPIApHU NAPEAPULL KUTUWHU AXWULAW VYVH SUUKIADHU
ouaou.

Kanum cyznap: xasgp ecenemux omunnapu, amnepeux kacamnuxiap, COVID-19, SARS-CoV-2, motiunaux, ummyn
2CAB06, 2eHeMUKA, NOTUMOPHUIM, YUMOKUHBL, UHMePAeUKUHLap, toll-peyenmopap, cenemux mapkepnap.

Abstract. In patients recovering from COVID-19, this article investigates the genetic risk factors connected to the
emergence of allergy disorders. It addresses the intricate relationship between genes and immunological reactions, highlight-
ing the possible significance of genes implicated in immune control, inflammation, and barrier function. In order to fully un-
derstand the genetic landscape of allergy disorders after COVID-19, additional study is required, and the article underlines
the clinical consequences of finding genetic risk factors. In conclusion, this study offers insightful information about the ge-
netic components of allergic illnesses in the context of COVID-19, opening the door to individualized treatment plans and

enhanced patient care.

Keywords: genetic risk factors, allergic diseases, COVID-19, SARS-CoV-2, predisposition, immune response, genet-
ics, susceptibility, polymorphism, cytokines, interleukins, toll-like receptors, genetic markers.

Introduction: The COVID-19 epidemic, which
has affected millions of people globally, has had a sig-
nificant effect on global health. Although the SARS-
CoV-2 virus-induced acute respiratory sickness has
received the majority of attention, COVID-19 may
have long-term effects as well, according to new re-
search. There have been reports of new-onset or wors-
ening allergy illnesses in certain people who are re-
covering from COVID-19 as one of these effects. By
examining the genetic risk variables linked to the
emergence of allergy illnesses in patients following
COVID-19, this research hopes to offer light on the
interaction between genetics and immunological reac-
tions [6, 9].

Allergic Diseases and COVID-19: Allergens
are just one of the many environmental elements that
can cause hypersensitivity reactions in people with
allergic illnesses such asthma, allergic rhinitis, and
atopic dermatitis. While there are several potential
pathways driving the emergence of allergy disorders,
both hereditary and environmental factors play a cru-
cial role. Some patients' allergic disorders may develop
or worsen as a result of the immunological
dysregulation seen in COVID-19, specifically the

dysregulated immune response and increased cytokine
production [1,2].

Genetic Predisposition and Allergic Diseases:
Genetic factors are known to influence an individual's
susceptibility to allergic diseases. Several genes, in-
cluding those involved in immune modulation, barrier
function, and inflammation, have been discovered to
be possible risk factors for the emergence of allergies
[2,4]. Specific genetic variations have been linked to
allergy illnesses by genome-wide association studies
(GWAS), illuminating the intricate genetic architecture
of these conditions’.

Potential Genetic Risk Factors for Allergic Dis-
eases and COVID-19: Despite the paucity of studies
on the particular genetic risk factors for the emergence
of allergy disorders following COVID-19, preliminary
research has shown possible correlations. The genetic
variations linked to immunological dysregulation and
inflammation have received the majority of attention in
these investigations. For instance, differences in the
genes producing essential immune system proteins
including cytokines, interleukins, and toll-like recep-
tors have been linked to both COVID-19 and allergy
illness susceptibility [6,7].
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As potential risk factors for allergy disorders,
genetic variations linked to epithelial barrier function,
such as mutations in the filaggrin gene, have also been
discovered. It is possible that COVID-19's disruption
of the epidermal and respiratory barriers will interact
with these genetic variations and trigger the onset or
worsening of allergy disorders [1,3,5].

Genetic and Environmental Factor Interac-
tion: Genetic factors do not cause allergy disorders on
their own, but they do interact with environmental fac-
tors. In defining illness susceptibility and manifesta-
tion, the interaction of genetic and environmental vari-
ables is crucial. Allergens, toxins, and infections are
examples of environmental triggers that can alter gene
expression and immunological responses. In the case
of COVID-19, the virus itself and related immune re-
sponse modifications may function as additional envi-
ronmental factors that interact with a person's genetic
make-up, thereby raising the chance of the develop-
ment of allergic disease’ [8,9,10].

Further study is required to fully understand the
genetic landscape of allergy disorders in light of
COVID-19. It is crucial to do extensive genetic re-
search including various populations and incorporating
data from multiple omics, such as genomics,
transcriptomics, and proteomics. Studies that follow
patients over time and analyze their data longitudinally
might offer important insights into the temporal dy-
namics of genetic and environmental interactions [11].

In conclusion, we can learn more about disease
pathophysiology and enhance patient care by better
understanding the genetic risk factors for the emer-
gence of allergy illnesses in patients after COVID-19.
Our understanding of the complex interactions be-
tween genetics, COVID-19, and allergy disorders will
help us get closer to developing precision medicine
techniques that improve the prevention, diagnosis, and
treatment options for those who are afflicted.
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TI'EHETHYECKHE @AKTOPbI PUCKA PA3BUHTHA
AJUTEPTHYECKHX 34A50JTEBAHHH Y
ITAITHEHTOB I10CJIE COVID-19

3usoynnaes 1. X., Pycmamog A.A., Boceesa /[.X.

Pe3tome. B smou cmamve uccredytomes cenemue-
CKUe haxmopwbl pucka, c8a3aHHbvle ¢ 803HUKHOBEHUEM asllep-
2UYECKUX paccmpoucme y natsienmos, 8bl300pasiuearoujux
nocie COVID-19. B nem paccmampueaiomcs ClodcCHble
B3AUMOCEA3U MENCOY 2EHAMU U UMMYHOLOSUYECKUMU DeaK-
YUAMU, NOOYEPKUBACMCS BO3MONCHOE 3HAUEHUE 2eHO8, YUd-
CMBYIOWUX 8 UMMYHHOM KOHMpOTe, 60CnaleHuu u oapvep-
HOU @ynkyuu. Ymodbl NOIHOCMBIO NOHAMb 2EHEMUYECKULL
aanowagpm amnepeuneckux paccmpoticme nocie COVID-19,
mpebyemcs. OONOIHUMENbHOE UCCILe008aHUe, U 8 CMambe
NOOYEePKUBAIOMCST  KIUHUYECKUe NOCIe0CmBUsl GblsAGIeHUs
2eHemuyeckux @akmopog pucka. B zaxnmouenue, smo uc-
cedosarue npeoiazaem nONe3HYI0 UHpopmatsito o cenemu-
YeCKUX KOMNOHEHmMAx ajnepeuyeckux 3a001e8aHuti 8 KOH-
mexcme COVID-19, omxpuieas 0eepu 015t uHOUBUOYAILHBIX
NIAHOB NIeYeHUs U YIYYUEHHO20 YX00d 3a NatSieHmamu.
Kniouesvie cnoea: cenemuueckue ¢haxmopvl puc-
ka, annepeuyeckue 3abonesanus, COVID-19, SARS-CoV-2,
NPeopacnoNoNCEeHHOCb, UMMYHHbIL OMEen, 2eHemuxd,
BOCHPUUMYUUBOCT, NOIUMOPPUIM, YUMOKUHBL, UHMEpTel-
kurol, toll-nooobuvle peyenmopul, cenemuueckue maprepoi.
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